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Supplementary
: catRAPID prediction analysis of the potential RNA-protein interactions between H19 and EZH2. This method is able to predict protein-RNA interaction propensities with great accuracy through the calculation of secondary structure, hydrogen bonding and van der Waals contributions. The EZH2 and H19 sequences employed for the prediction were NCBI reference sequences NP_004447.2 and NR_002196.2, respectively. Panels a and b show the interaction profile and the interaction matrix predicted for EZH2-H19 interaction, respectively. 
